Figure S2
Figure S2. Meiotic analysis of the essentiality of uku70 and uku80 genes.
A. Scheme of the meiotic analysis in U. maydis. In the diploid strain FBD11, one of the two alleles of either uku70 or uku80 genes was disrupted and replaced with the hygromycin resistance cassette. These mutant strains were used to infect corn plants and the final product of the infection, i.e., teliospores were isolated. Teliospores are diploid and during their germination, meiosis is completed and haploid progeny cells are produced.
B. Results from the meiotic analysis. 30 teliospores isolated from corn plants infected with the indicated diploid strains were germinated and the percentage of hygromycin progeny from each was scored. We found no hygromycin resistant cells, indicating that both uku70 and uku80 are essential genes. Serial tenfold dilutions of strain cultures carrying the indicated mutations were applied to solid rich medium (YPD) and minimal medium with nitrate (MMD).
The YPD plates were incubated for 2 days and the nitrate plates for 4 days at 28ºC.
Figure S7
Figure S7. Genetic screen for suppressors of Ku complex essentiality.
UCS33 strain carrying the uku70 nar1 allele was mutagenized using UV. 20 independent suppressors of Ku essentiality were spotted in restrictive conditions for uku70 nar1 expression in plates containing 50 mM HU or YPD plates and irradiated with 300J/m2 of UV light. The majority of the isolated mutants showed hypersensitivity to at least one of these DNA damaging agents.
Arrows on left side marked the strains in which plasmids carrying wild-type alleles of chk1, atr1 or mre11 were able to complement the DNA damage hypersensitive phenotype as well as the essentiality of Ku70. Figure S9 Invariant residues are highlighted. The histidine-to-asparagine change (H228N) is depicted below the active-site histidine. 
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